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Abstract : 
 
The intestinal protozoan Giardia has a wide vertebrate host range. The infection can 
pass without acute symptoms, but can also lead to a condition called giardiasis 
characterized by an intestinal distress such as diarrhea, abdominal pain, nausea and 
weight loss. Most of the time, symptoms rapidly disappear, but some host develop 
long-term sequalae which can extend for several months. Previous studies have 
highlighted the critical role of IL-17A in orchestrating the protective immune response 
against the parasite. However, the initiation site of the immune response as well as 
the cellular source of the IL-17A in the intestine is still unclear. As such, our goal was 
to determine more precisely which cell types were involved in the IL-17A response 
and where the response was initiated.  
 
To this end, the Peyer’s patches (PP), the mesenteric lymph nodes (MLN) and the 
small intestine were sampled. The relative expression levels of mRNA coding for IL-
17A and for the IL-17A-related genes RORγt and IL-6 were measured by qPCR 
analysis in the different tissues obtained from uninfected control mice and from 
Giardia-infected mice at day 7 and day 14 p.i. Flow cytometry was then used to 
characterize IL-17A producing cells in the different organs at day 14 p.i. 
 
From qPCR analysis we confirmed previous observations made in the small intestine 
showing increased expression of IL-17A both at 7 and 14 days p.i and a decreased 
expression of RORγt. The same trend was observed in the PP although not 
significant for the IL-17A. In the MLN no differential expression was detected 
compared to control animals for any of the gene tested. Flow cytometry 
demonstrated that CD45+ IL-17A+ cells were increased in the PP and the 
intraepithelial compartment of the small intestine when mice were infected. 
Interestingly, the opposite phenomenon was described in the MLN with a decreased 
in the infected animals. Phenotypic characterization of these cells unrevealed 
different source of IL-17A by CD4+ T cells and TCR- cells.  
 
This study demonstrates that the IL-17A response in the Peyer’s patch tissue is not 
different from the one observed in the small intestine. Moreover, cells present in 
different parts of the intestinal immune system, contribute to the IL-17A response 
following G. muris infection. 
 
